BBCC2024 - LIST OF POSTERS

P1

Anti-cancer compound biosynthetic pathways in the marine diatom Cylindrotheca Closterium
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The Probabilistic Patient Navigator: An Interpretable Approach to Healthcare Decision-Making
Sheresh Zahoor, Pietro Lio, Gaél Dias, Mohammed Hasanuzzaman
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Clustering-Based Stratification of Mild Cognitive Impairment: Insights from Blood Transcriptomic Data
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Omics tools to isolate genes involved in sex differentiation of the shrimp Hippolyte inermis (Leach, 1815):
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The ALFI database: images and annotations for label-free time-lapse microscopy
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Pipeline for RNA-seq data analysis on organoids derived from celiac patients
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Methods
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A structural bioinformatics approach to study the effects of site-specific variations in Eosinophilic
Esophagitis (EoE)
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Automated cellular imaging to investigate the role of microtubule regulators during neuronal cell
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Drug repurposing approach by structure-based virtual screening to identify novel putative VCP/p97
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FACE2FACE: a simple tool for macromolecule interface analysis
Mario Incarnato, Gianmarco Pascarella, Allegra Via, Veronica Morea, Patrizio Di Micco
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The Role of Amino Acid Metabolism in Autosomal Dominant Polycystic Kidney Disease Progression
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